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	NR Family
	Common name
	
Forward Primer
	
Reverse Primer
	
Probe

	NR3C4
	AR
	GACGCTTCTACCAGCTCACC
	GCTTCACTGGGTGTGGAAAT
	GCTCCTGGACTCCGTGCAGCC

	NR1I3
	CAR
	CGGGTACCAAATCCAGCACA
	GAAGTGAGCATGGCCTCAGC
	ATGATGCCGCTGCTCCAGGAGATCTG

	NR2F1
	COUP-TF1
	CCCATGTGGAAAGCTTGCAG
	CTTTCCGAATCTCGTCGGCT
	TGGAAGAATACGTTAGGAGCCAGTACCCCA

	NR2F2
	COUP-TF2
	CCCATGTGGAAAGCTTGCAG
	CTTTCCGAATCTCGTCGGCT
	TGGAAGAATACGTTAGGAGCCAGTACCCCA

	NR0B1
	DAX1
	ACACACCAGGATGACGCACC
	CATGCTGACTGTGCCGATGA
	GGGCCCCATGACAGATTCATCGAACTT

	NR2F6
	EAR2
	CTGTTCTTCATGCGCCTGGT
	AGCCGTAGGGCCAGTTGAAG
	GATCAGAGACATGCTGCTGTCGGGGAG

	NR3A1
	ER(
	ATGATCAACTGGGCGAAGAG
	GATCTCCACCATGCCCTCTA
	CGTCTGGCGCTCCATGGAGCA

	NR3A2
	ER(
	ACCTGCTGCTGGAGATGCTG
	GGGTTCTGGGAGCCCTCTTT
	GAGTGCAGCCCGGCAGAGGACAGTAAA

	NR3B1
	ERR(
	GCCCTGCAGAGCAATAACAC
	TCTGTACAGCCAAGGGCTCTG
	TTATTTTTGGGTTTGGCCAGGGAGGCG

	NR3B2
	ERR(
	GCAGCTGCACCTCACTGGAT
	CCACCTCATGGACACCAACC
	TCTAGCAGAGTGGGGCGGAAGTCCTGA

	NR3B3
	ERR(
	CAGCTGTTCGTCCTTCATCA
	GTTTCCTGACAGGCCCACTA
	GCCCAGCCTCCCTGACGGACA

	NR1H4
	FXR
	GGGTCGCCTGACTGAATTACG
	TGCACGTCCCAGATTTCACA
	CACCACGCTGAGATGCTGATGTCATGG

	NR6A1
	GCNF
	CAAGACCAGTGTGGGCAAGG
	CTCCACAGCCTCCATCTTGG
	GGACAGGCTCTGGAGGGAAAAGCCAGA

	NR3C1
	GR
	AGAACCCCAAGAGTTCAGCA
	GGGACCCAGAAGAAAACTCC
	GACTGGCACCAACGGTGGCA

	NR2A1
	HNF4(
	AGCCCTATAAGCTCCTGCCG
	CCCAGCGGCTTGCTAGATAA
	CACAATCGTCAAGCCCCTCTCTGCCAT

	NR2A2
	HNF4(
	CCAAGTGCAGATCGGTTTGG
	CGTGATGCTCTGCAGTGTGG
	TATGACTCCCGGGGGAGGTTTGGAGAG

	NR5A2
	LRH1
	TGGATACCAACACGGTCAGA
	GAGGGAGGGGCTATTGTAGG
	CAGCGGGGGATTTGAGCTTACAGGA

	NR1H3
	LXR(
	CAAGTGTTTGCACTGCGTCT
	CAGGAATGTTTGCCCTTCTC
	AGCTCCCACCGCTGCTCTCTGAGAT

	NR1H2
	LXR(
	AGATCTGGGACGTCCACGAGT
	TCCACCCTAGGAAGAGGAAGGG
	AGCCCCACAGCCTTGCCTGACC

	NR4A3
	MINOR
	GCCCTGACTGTCCAGCTATC
	TCCTGCTGATTTGCATGTTC
	TGGTTGTGTTCTATCAACCCCACCAGA

	NR4A3
	MINOR2
	TGGAGAGAAGCGAGCTCTGG
	ACCAGGTGACACAGGCAGGA
	GAGAACTGGGATGGAACGCCACCTCTG

	NR3C2
	MR
	AACAGGTAGACGGCGAGAGA
	CCGGAAACACAGCTTACGTT
	GGCCGAGGCAGGGATGGAGA

	NR4A2
	Nurr1
	CAAGGAACCCAAGAGAGTGG
	GTGGCACCAAGTCTTCCAAT
	GGGGTTGAACCGCCCCAATT

	NR4A1
	Nur77
	GCGCATCTTCTACCTCAAGC
	GGGTCCGTGGACTAAAGG
	CCCCTCCACCCATCATTGACAAGATCT

	NR1C1
	PPAR(
	CTCCACCTGCAGAGCAACCA
	CAGCATCCGACTCCGTCTTC
	ATGCGCAGCTGGTGCAGATCATCAA

	NR1C2
	PPAR(
	CGGGTCTGGTGCTGAGGATAC
	TTTCGTCAGTCTGTGTACACTATTTAT
	TTTTGCTAGGAGCCCCAGCTTCCTGTG

	NR1C3
	PPAR(
	TCACGGAACACGTGCAGCTA
	ATGTTGGCAGTGGCTCAGGA
	ATGAGTCTTCACCCGCTCCTGCAGGAG

	NR3C3
	PR
	AGTCCCGGGCACTGAGTGTT
	TTTCACCATCCCTGCCAATA
	TCCAGAAATGATGTCTGAAGTTATTGCTGCA

	NR1I2
	PXR
	TGAAAGTGCCTGCCTTGTTT
	TTTGACATTAAACCCAGGGCTACA
	GGCATTCCACACCTAAGAACTAGTTTTGGGA

	NR1B1
	RAR(
	CAGGACGGGCCTACAGGG
	AGTAACAGGTGCACCCACGG
	CGACCTCCTTCACCAGGGGTTGGG

	NR1B2
	RAR(
	GGTTTCACTGGCTTGACCAT
	GGCAAAGGTGAACACAAGGT
	TGCTGAAGGCCGCCTGCCTG

	NR1B3
	RAR(
	CCGTGGAATTGACCCTTCCT
	CCAAGAGAACACAGGGAGCC
	ACCCCTCCTTTCTTCCTCCAATCCCCA

	NR1D1
	RevErb(
	TAAATACCTGCCTCCCTCCC
	AACAAATCAGAGGGCCAGGG
	CATCACCGAACTTCCCCTCCTCCCCTA

	NR1D2
	RevErb(
	TGGCGTCAGGATTCCACTAT
	CCGAACAGCATCTCTTGACA
	TCATGCTTGCGAAGGCTGTAAGGG

	NR1F1
	ROR(
	GTCAGCAAAGCAATGCCACC
	TCGAGACATCCCTACGGCAA
	TGATCGAACCAGTAGAAACCGCTGCCA

	NR1F2
	ROR(
	CCAACCATCACGGCAGTTTG
	GCGGTGGCACAGTCAGGAT
	AACTTGCACGGGGAGAAGCTGCAGGTA

	NR1F3
	ROR(
	GGAAGCTTCGGAGCCTGTGT
	TAGAGTGGAGGGAAAGCGGC
	CAGATCTTCCAGCACCTCCACCCCATC

	NR2B1
	RXR(
	TCTCTGAAACATCGTGGCCG
	TCACACTTCTCCCTTTGCGTG
	CAGGTGCAGGGTTTGATGGACAGTAGCA

	NR2B2
	RXR(
	TCCAAGAGGGACTCCAAGCC
	GCAGATCCCTTGGAGGGTTT
	CCATGTTCCCAGAACCTTGATGGGGTG

	NR2B3
	RXR(
	CCATTGGCTTGAAATGCCTG
	CAGGTGATCTGCAGCGGG
	ACACCCCCATTGACACCTTCCTCATGG

	NR5A1
	SF1
	TGCAGGCCAAGGAGTACCTG
	TTGGCTTGCAGCATTTCGAT
	TACCACAAGCACCTGGGCAACGAGATG

	NR0B2
	SHP
	CCCTCAAGTCCATTCCGACC
	TCTGCCCACCTGATCTCTGC
	GCCTTCTTGGGGACATGCTTTTGCTCA

	NR1A1
	TR(α
	CCTCCCATCCCGTAAGACCA
	GGAAGGGCATCCCAGGC
	GGCCAGACTCCCTTGCTTTTTGCTGTG

	NR1A2
	TR(
	TTCCTGCTGGCCTTTGAACA
	GGCATTCCACCTTCATGTGC
	ATCTGCGGATGATAGGAGCCTGCCATG

	NR2C1
	TR2
	AACTGGGCAGAAAATCCAGA
	TGCAGACAGATCAGGAGTGG
	TGGCCAGGCAAGATTCCACTCCG

	NR2C1
	TR2-9
	GGCAGCATCACATTCCCATC
	GCTTTCCTGAAGGTAGGCTTT
	TGGACTCCTACCCCTGGTTCATGTCTT

	NR2C2
	TR4
	CACACCTGCCAAGGAGCAAC
	GAAACCAGACAGGAAATGGC
	TCCTTCCAGGACCGTTCACATACAAAGA

	NR1I1
	VDR
	GAGATATGGCAGCGAAAGGATG
	GGTTGACTTGACAAACTTCTGGC
	CAGTGCCTGCTGAATGATTTCCAAAGA

	NR2E3
	PNR
	TTTTTCCGCAAGACCATAGG
	TATCTTTCGGTGGGCATTTC
	TCTTTGCCCCAGCAATTCCTCG

	NR2E1
	TLX
	GTAGCTATGACCTGCCGCCC
	GGCATGGCAGCAGTGAGTTT
	GTGGGAAGGAGAGGGGTGCAACAGGAC

	NR1C3
	PPAR(_v2
	CAACCTGCTACAAGCCCTGG
	TAGCTGCACGTGTTCCGTGA
	TCCTCACAGCTGTTTGCCAAGCTGCTC

	
	
	
	
	

	
	(-Actin
	TCACCCACACTGTGCCCATCTACGA
	CAGCGGAACCGCTCATTGCCAATGG
	CATCACTATCGGCAATGAGCGGTTCC

	
	GAPDH
	GAAGGTGAAGGTCGGAGT
	GAAGATGGTGATGGGATTTC
	CAGAAGACTGTGGATGGCCCCTC

	
	Cyclophilin
	CATCTGCACTGCCAAGACTGA
	CCACAATATTCATGCCTTCTTTCA
	CCAAAGACCACATGCTTGCCATCCA

	
	18s
	CGCCGCTAGAGGTGAAATTCT
	CATTCTTGGCAAATGCTTTCG
	ACCGGCGCAAGACGGACCAGA


